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DDN tells the stories behind the sciences to a focused audience in the drug discovery,  
drug development, and clinical research markets� 

Now is a fantastic time to partner with DDN. 

digital
20,000

print subscribers

print digital

35,000
15,000 20,000

Sourced from the July 2024 issue.
*Publisher’s own data.  

average open rate
29.64%

84,164
3rd party 

subscribers

delivered

 leads in less than 
12 months

15,000

2 million+
emails sent to subscribers

4.1 million+
newsletters received by subscribers

in less than 12 months
31% growth

newsletter subscribers
66,107

average open rate
21.1%

facebook followers
33,000

clicks per post
632
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Immunology
Antibodies

Antibody-Drug Conjugates

Antigens

Autoimmune Disease

Bispecific Antibodies

Blood-Transfusion

Bone Marrow Transplant

Cancer Vaccine

Cell Surface Proteins

Cell Therapy

Cell Transplantation

Chimeric Antigen Receptor 

(CAR)

Cytokine

Cytotherapy

Flow Cytometry

Hematology

Immune Cells

Immune Checkpoint Inhibitor

Immune Responses

Immunotherapy

Inflammation

Lymphocytes

Macrophages

Monoclonal Antibodies

Natural Killer Cells

Neoantigens

Oncolytic Viruses

Pathogens

T cells

Tumor Microenvironment

Cancer Research
Animal Models

Biologics

Cell Cycle

Cell Therapy

Cell Signaling

cfDNA

Checkpoint Inhibitors

Epigenetics

Genetics

Immunology

Immunotherapy

Liquid biopsies

Neoantigens

Precision Medicine

Small molecule drugs

Stem Cell Research

Tumor Biology

Tumor Microenvironment

Cell Biology
3D Cultures/Organoids

Biobanking

Bioprinting/Biofabrication

Cell Biology

Cell Culture

Cell Cycle

Cell Differentiation

Cell Imaging

Cell Signaling

Cell Therapy

Cryopreservation

Embryonic Stem Cells (ESC)

Exosomes

Induced Pluripotent Stem Cells 

(iPSC)

Microscopy

Microvesicles

Pluripotency

Regenerative Medicine

Single Cell Analysis

Stem Cell Research

Tissue Engineering

Diagnostics
Clinical-omics

cfDNA

Lateral Flow

Liquid Biopsies

Molecular Medicine

Pathology

Point of Care 

Precision Medicine

Disease Models
Animal Models

Artificial Intelligence

Digital Twins

Drosophila

In Vitro Cell Culture

Isomorphic

Machine Learning

Microfluidics

Murine

Novel Model Organisms

Organ On A Chip

Organoids

Porcine

Rodent

Spheroids

Biopharma
ADME/Toxicology

Analytical Chemistry

Antibody-Drug Conjugates

Biologics

Biomarkers

Biosafety

Process Scale Up

Clinical Trials

CMO, CPO, CMC

Compound Libraries

Drug Delivery

Drug Kinetics

Drug Manufacturing

Drug Repurposing

Drug Targets

Extracellular Vesicles

Exosomes

Formulation/Solubility

Fragment-Based Drug Discovery

High-Throughput Screening

Lab Automation

Medical Devices

Medicinal Chemistry

Natural Products

Precision Medicine

Pharmacology 

Pharmacovigilance 

Phenotypic Screening

Protein-Protein Interactions

QA/QC 

Small Molecule Drugs

Target-Based Drug Discovery

Toxicology

Virtual Screening

This list represents many of the areas covered by DDN�  
If you want to cover a topic but don’t see it on the list, ask us!

We will be happy to help match your topic with  
our audience’s interests!

Informatics
AI/Machine Learning

Big Data

Bioinformatics

Chromatography Data Systems 

(CDS)

Cloud Computing

Data Compliance

Data Integrity

Data Reproducibility

Informatics & Software

Lab of the Future/Lab 4�0

LIMS & ELN

Systems Biology
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Tools & Techniques
Automation

Artificial Intelligence

Bioinformatics

Bioprocessing

Cell Imaging

Chromatography/Separation

Crystallography

Drug-Target Interactions

Electrophoresis

Flow Cytometry

Gas Chromatography

Glycan Analysis

Glycoproteomics

ICP-MS/ICP-QQQ

ICP-OES

Imaging/Microscopy

Immunoassays

IR/FTIR

Label Free Quantification

Lipidomics

Liquid Chromatography/HPLC/

uHPLC

Liquid Handling

Mass Spectrometry

MALDI Imaging

Metabolomics

Microarrays

Microplate Analysis

Microbial Metabolites

Microfluidics

Microphysiological Systems

Microscopy

Multiomics

Next Generation Sequencing

Nucleic Acids Isolation and 

Purification

Nuclear Magnetic Imaging

Organ-on-a-Chip

PCR/RT-PCR

Peptide Mapping

Proteomics

RNA sequencing

Sample Prep

Single Cell RNA Sequencing

Spatial Transcriptomics

Spectroscopy

Structural Biology

Systems Biology

Transcriptomics

UV/VIS Spectroscopy

Neuroscience
Electrophysiology

Neural Circuits & Systems

Neurodegeneration & Aging

Neurogenomics

Neuroimaging

Neurotechnology

Psychedelics

Psychology & Psychiatry

Genomics/Genetics
Acetylation

Bisulfite Sequencing

CRISPR Screening

CRISPR/Cas9

CRISPRa

CRISPRi

DNA sequencing

Epigenetics

Expression Profiling

Functional Genomics

Gene Drives

Gene Expression

Gene Imprint

Genetic Engineering

Genome Editing

Genomic Screening

Genomics

Genotyping

GWAS

Histone Modifications

Methylation

Microarrays

Next Generation Sequencing

Noncoding

Nucleic Acids/Oligos

Oligonucleotides

PCR

qRT-PCR

RNA Interference

RNA Sequencing

RNA-Seq

RT-PCR

Single Cell Sequencing

Single Nucleotide Polymorphism 

(SNP)

Small Interfering RNA (siRNA)

Synthetic Biology

TALEN

TALE

Transcriptomics

Zinc Finger Nuclease (ZFN)

Infectious Disease, 
Microbiology, Vaccines
Bacteria

Common Cold

COVID-19

Dengue

E-coli

Fungi

Hepatitis

HIV/AIDS

Infectious Diseases

Influenza

Malaria

Metagenomics

Metatranscriptomics

Microbiome

Mononucleosis

Parasite

Transmission

Tuberculosis

Vaccine Delivery

Vaccine Development

Virology

Virus-like particles

Viruses

“I appreciate the clarity and accessibility of DDN’s 
content. The well-presented materials are not only easy 
to understand but also enhance the learning experience. 

The diverse range of resources, including webinars, 
podcasts, and other materials, has been instrumental  

in keeping me informed about the latest  
developments in the field.”

- Priscila Yamamoto, PhD student, University of Florida
Nov 14, 2023 - AAPS PharmSci360 contest winner

Gene Therapy
Adeno Associated Viruses (AVV)

CRISPR

Gene Therapy

Genome Editing

Genome Engineering

Immunosuppression

Nucleotide

Organ Transplant

Retroviruses

RNA Interference (RNAi)

Small Interfering RNA (siRNA)

TALEN

Zinc Finger Nuclease (ZFN)
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Our readers are your customers. 
We offer a variety of ways to share your message with our 
audience, from traditional print and banner ads to newsletters, 
graphics, articles, and webinars� Check it out!

DDN subscriber job titles and positions

DDN subscriber institution types

DDN geographical breakdown

95% of DDN subscribers are involved in some aspect  
of the the purchasing decisions for new products  
and technologies in the lab�

- based on data from a 2023 Reader Survey

39%

43%

74%

Commercial/
Industrial Laboratory

North America

Researcher/Staff Scientist

Lab Director/Lab Manager/ 
Dept Manager

17%

16%

7%

Hospital, Medical Center,  
Clinical Laboratory

Asia-Pacific

Professor/Assistant/ 
Associate Professor

12%

4%

1%

Government Laboratory 
(Federal, State, or Local)

Rest of the world

Executive Management  
(CEO/Pres/VP)

8%

5% Other

Other

25%

31%

18%

Academic Institution

Europe, Middle East and Africa

95%

- based on data from a 2023 Reader Survey

“I like that the content is informative and scientific and covers a range  
of interesting topics. I also like that the information is presented in a way  
that is easily understood for topics I do not have much experience with.”

- Senior Product Manager, MOBILion Systems
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DDN is now accepting material for client coverage!

We will host your contributed articles and republish your  
press releases on our website*�

* For more information or to recieve a 
copy of our press release and contributed 
arlicles policy, please contact your 
local representative�

Please send your press release to:
clientcoverage@drugdiscoverynews�com

READ THIS ARTICLE ONLINE

DNA synthesis goes cell free
Cutting-edge DNA synthesis technology propels scientific advancements and drug 
discoveries forward at unprecedented speeds.

Jun 20, 2024
Elegen

For decades, scientists have used cell-based systems to create DNA constructs. This process 

involves multiple steps, such as acquiring DNA fragments from vendors, assembling them into 

longer constructs, cloning genes into vectors, and transforming DNA sequences into host 

organisms such as bacteria. This process also includes cell culturing and plasmid purification. 

In total, this workflow takes weeks to months and is susceptible to errors at various stages, 

Elegen's proprietary cell-free gene synthesis technology, based on innovations in microfluidics, 
molecular biology and chemistry, enables rapid and scalable production of long, complex, and highly 
accurate synthetic DNA.

CREDIT: ELEGEN

Industry Perspectives
Showcase key industry trends and innovations in a Q&A 
or interview format, demonstrating how they connect to 
your products and services� This approach will provide 
our readers with a clear and engaging overview�

Innovator Insights & Visonary Views
Expert-authored contributed articles on the latest  
scientific advancements and detailed analyses of  
specialized topics, technologies or products� Each  
article provides authoritative perspectives from leading 
thought leaders, ensuring our readers stay informed on 
cutting-edge research and insights�

Press Releases
Post your most recent product and technology announce-
ments and press releases in our new designated press 
release section of our website�
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• Posters

• Technical Guides

• Custom Articles

• Explainer Articles

• Science Milestones

• Explore the DDN  
lead library

• Select a piece  
of content

• Collect leads

• Explainer Articles

• Science Milestone 

Articles

• Posters

• Webinars

• Technology guides

• eBooks

• Infographics

• White Papers

• App Notes

• Full page tab ad

• Receive feedback on 

your campaign

• Ad experience survey

View the  
multisponsored  

topics in our  
editorial calendar.

View examples  
in our custom  

content gallery.

We’ll help you select 
content that will resonate 

with our audience.

Receive up to  
42 leads per package.

Discover more details  
on the following page.

Multisponsored 
options

Content we  
create for you Your content Lead library

NEW!

“When it comes to lead generation in your target market,  
Drug Discovery News delivers. The team is responsive  

and incredible to work with. We look forward to working  
with them on future campaigns.”

- VP Commercial Marketing, DNA Script

Customer 
experience 
package

leads delivered 
 in less than 
12 months

15,000

We will provide you with the highest  
quality leads that will convert to sales.
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STEP 1:  Pick your topic
Select content from our library that will attract the 
audience you want to reach�

STEP 2:  Inform us of your lead goals
Inform us of your lead goals, including the quantity and 
type of leads required for each content piece (e�g�, basic, 
targeted, sales qualified, or a mix of leads)�

STEP 3:  Send us your logo
Forward us your logo and we’ll add  
it to the registration page�

STEP 4:  We’ll collect leads
Our team will begin generating your leads through 
targeted promotion to your desired audience until  
we reach your lead goal�

Follow our 4-step Process

Quickly promote leads with engaging 
content created by our team!

DDN’s database 
is GDPR compliant



“We had a really good response from the  
DDN audience for our PPL campaign!”

- Marketer, Agilent, August 2024
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leads in  
12 months

15,000

Looking to generate leads from your educational content?

Our Landing pages offer the ability to gate multiple pieces of content to drive 
marketing qualified or sales qualified leads, ready for your sales team�

Lead Type:

Nurture Lead

Region Specific Nurture Leads

Industry Specific Nurture Leads

Marketing Qualified Leads

Regional Marketing Qualified Lead

Industry Marketing Qualified Lead

Sales Qualified Lead

Region Specific Sales Qualified Leads

Industry Specific Sales Qualified Leads

*Double Opt-In Sales Qualified Leads



Our subscribers are your customers.  
With an average open rate of 29�64%,email 
marketing with DDN provides a reliable form 
of communication between your brand and our 
subscribers (your customers).  

DDN’s database 
is GDPR compliant

• Targeted and personalized content

• Boost sales

• Increase traffic to your website

• Build credibility

• Brand recognition

• Option to select audience

• Opportunity to A/B test subject lines

“The DDN team is  
great to work with!” 

- Marketer, ATCC

84,164
engaged 3rd party  
opt-in subscribers

29.64%
average open rate

90%
emails created by  

DDN see a 

increase in ad clicks 

Custom Email
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DDN specializes in creating custom webinars 
tailored to your needs, whether to introduce 
a new technology, highlight groundbreaking 
research, or engage with our audience on 
scientific advancements� Our expert team 
ensures an interactive, impactful experience�

DDN webinar business type

53% Commercial

Academic Institution

8% Clinical Lab, Hospital, Medical Centre

6% Other

4% Government
*Based on subset of 2024 DDN webinar data

29%

Webinar Sponsorship Includes:

• Registrant list

• Webinar promotion

• MP4 of the webinar

• Webinar topic development

• On-demand viewing capability

• Option to host your content for 
attendees, complete with full tracking
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Registrants per event 
*Results vary based on topics

250-450

“We are extremely pleased with how 
the webinar went and the metrics that 

came from it.” (650 Registrants!)
- Manager, Downstream Marketing, BD Life Sciences

“Thanks again for your  
efforts in making the recent  

webinar a success."
- Sr. Market Development Manager, 

ThermoFisher Scientific



We collaborate with you every step of the way, whether  
its a small project or a comprehensive campaign.

Rest assured, your content will connect with your target audience,  
and we even offer guaranteed leads.

We tailor your content to your brand, ensuring it aligns perfectly with your 
style and corporate standards, ensuring lasting impact!

What we can provide:

• Technology Guide eBooks

• Explainer Articles

• Science Milestone Articles

• Infographics

• Webinars

• eBooks/Compendiums

• White Papers

• Case Studies

• Articles

• Videos

• SEO Articles

• Video Amplifier

Next Generation ProteomicsHigh-Plex Biomarker Discovery

SOMAmer reagents are chemically synthesized 
single stranded DNA molecules that recognize 
and bind specific human protein epitopes. The 
unique qualities of SOMAmer reagents enable 
highly specific protein detection from the fmol to 
µmol scale. Each unique SOMAmer reagent con-
sists of a specific DNA aptamer with modifications 
for enhanced binding specificity, a fluorophore,  
a photocleavable linker, and a biotin molecule.

During the assay, 7,000 SOMAmer reagents, attached to streptavidin beads, incu-bate with individual biological samples, one sample per well, and bind to protein  targets in each sample. 

UV light cleaves the linker on SOMAmer reagents, releasing the biotinylated SOMAmer reagent complexes  into solution. 

SOMAmer reagent complexes are recaptured on new streptavidin-coated beads in multiwell plates.

Scientists apply the SomaScan Assay across numerous fields to discover pro-

tein biomarkers and pathways implicated in neurodegeneration, cancer, diabe-

tes, and other diseases. The assay’s sensitivity, specificity, reproducibility, and 

broad detection range allow scientists to measure dynamic changes in protein 

levels over time, validate novel biological targets, and evaluate drug responses 

and efficacies across different patients to advance precision medicine. 

The SomaScan® Assay, a high throughput multiplexed proteomics 

assay, fills this technology gap. Using this assay, scientists can 
measure 7,000 proteins from 55 µl of serum, plasma, or other  
biological fluid. The assay utilizes multiwell plates and automation, 

allowing for high throughput processing of over 1,000 samples per 
day. High affinity protein binding of modified DNA aptamers known 

as SOMAmer® reagents underlies the assay’s sensitive protein 
detection power. 

Protein biomarker discovery plays an important role 
in advancing precision medicine. Protein levels vary 
over time and change in response to many factors, 
including lifestyle and medication. Circulating proteins 
in biological fluids provide clues into the molecular 
dynamics of health, disease, and treatment response. 
Yet, traditional proteomics tools lack the robustness 
to characterize global proteome profiles and simulta-
neously detect high and low abundant proteins.

High-Plex  Protein Profiling

Protein Biomarkers High Affinity  SOMAmer ® Reagents

Driving Drug  Discovery Forward

Non-specific interactions dissociate. A polyanionic competitor improves  specificity by disrupting non-specific interactions and preventing rebinding.

Proteins bound to target SOMAmer reagents are tagged with biotin. Specialized washing steps remove unbound proteins and reduce non- specific binding. 

Finally, the proteins denature and the SOMAmer reagents  
are released into solution. Fluorescent readouts of each 
SOMAmer reagent correspond to the relative  
amount of availble protein epitope in the  original sample.

Linker

Fluorophore

Biotin

Streptavidin 
Bead

Streptavidin 
Bead

Protein

SOMAmer reagent

Polyanionic 
Competitors

Proteins

New Streptavidin 
Bead

Multiplexing and 
reducing false positives

The birth 
of ELISA

From colorimetry to radioactive isotopes

Amplifying the signal

Single molecule 
detection sensitivity

Removing background reveals 
the answer to liquid biopsy

Traditional ELISA methods required large sample volumes 
which was a disadvantage for analyzing difficult to obtain 
samples (11). Molecular biologists Takeshi Sano, Cassandra 
Smith, and Charles Cantor at the University of California at 
Berkeley combined the advantages of ELISA with the signal 
amplification power of polymerase chain reaction (PCR) (12). 
They tagged the ELISA’s detection antibodies with an oligo-
nucleotide and used PCR to amplify the attached DNA, obtaining 
a 10- to 100,000-fold improvement over the detection limit of 
ELISA (13). However, the high sensitivity of immunoPCR was 
also its biggest drawback. Nonspecific binding of the antibodies, 
the analyte itself, or the DNA–antibody combination caused 
some DNA amplification even in samples that did not contain 
the analyte (14). Avoiding this background signal became a 
priority in subsequent protein detection developments.

In 1966, physician Leif Wide at Uppsala University designed an allergy test based on the RIA concept that detected Immunoglobulin 
E (IgE), the antibody the body produces when it overreacts to an allergen (6). He attached a specific allergen to a solid surface and 
added a human blood sample. If a person was allergic to the allergen, IgE antibodies formed and stuck to the allergen. He then 
added a second radioactively labeled antibody that adhered to IgE antibodies, sandwiching them between the allergen on the solid 
surface and the labeled antibody. This test became known as the sandwich immunoassay (7). 

“It made a tremendous difference,” said Ulf Landegren, an immunologist at Uppsala University and Wide’s colleague. “It was 
better than the radioimmunoassay because it asked two antibodies to agree on the presence of a protein.” 

While Wide’s assay made protein detection more accurate due to the specificity of dual antibody binding, it still involved radioac-
tive isotopes, which posed potential health hazards. Building on previous work, immunochemists Eva Engvall and Peter Perlmann 
at Stockholm University developed the enzyme-linked immunosorbent assay (ELISA) in 1971, which measured enzyme activity on a 
chromogenic substrate that visibly changed color and intensified with increasing protein concentration (8,9). Then in 1977, biochemist 
Kanefusa Kato and his colleagues at the Medical College of Miyazaki developed the sandwich ELISA based on Wide’s earlier concept 
but replaced the radioactive readout with an enzyme reporter (10).

The path to fine-grained protein detection began when nuclear physi-
cist Rosalyn Yalow and physician Solomon Berson at the Bronx Veterans 
Administration Hospital tested the hypothesis of Arthur Mirsky, a protein 
biochemist at the University of Pittsburgh, that rapid insulin degradation in 
the blood caused diabetes (1). Yalow and Berson injected small amounts of 
radioactive insulin into human subjects and found that insulin disappeared 
more slowly in diabetic patients due to insulin-binding antibodies, proving 
Mirsky’s hypothesis wrong. In the process, they developed the radioimmu-
noassay (RIA), a method to measure insulin from blood (2,3). Before 1960, 
scientists relied on colorimetric assays, such as the biuret and Lowry assays, 
to detect proteins through the formation of a colored complex with certain 
chemicals. While these assays were sensitive enough to detect proteins at 
concentrations of several micrograms or milligrams per milliliter, they could 
not detect proteins at lower concentrations (4). The development of RIA revo-
lutionized medical diagnostics and allowed the detection and quantification 
of hormones, vitamins, drugs, viruses, enzymes, and nonhormonal proteins 
in the moles per liter range in blood and other bodily fluids (1).

To solve the challenge of specificity, Ulf Landegren incorporated DNA into the sand-
wich ELISA. His PhD students, Simon Fredriksson and Mats Gullberg, used pairs of 
antibodies, each attached to a separate DNA strand, that would bind to a target pro-
tein. “It wasn’t such a long step to think that if you could put the oligos on antibodies, 
then you could demonstrate the proximity of two antibodies binding the same target 
protein,” said Landegren. If both antibodies bound to the same protein, ligation could 
join the attached DNA strands, which they could then amplify and use to quantify the 
amount of target protein. 

This method reduced false positives because it relied on the formation of a DNA mol-
ecule that only occurred when two antibodies bound the same protein. They named this 
technique the proximity ligation assay (PLA) and published their results in 2002 (14,15). 
PLA had multiplexing capability, enabling it to detect multiple proteins simultaneously 
using different pairs of oligonucleotide probes. A refined PLA version that the Landegren 
group published in 2007 proved useful for detecting the biomarker troponin I, which is 
weakly present in the blood of individuals at risk for myocardial infarction (16).

Despite advances in sensitivity, protein detection assays still failed to detect most 
proteins present in the subfemtomolar range, such as those important in cancer, 
neurological disease, and viral infection onset. Chemist David Rissin and others at 
the Quanterix Corporation developed a method based on the ELISA assay to measure 
proteins present in the subfemtomolar range in serum. They attached antibodies to 
microscopic beads which captured specific proteins of interest, forming an antibody-
bead-complex labeled with an enzyme that caused the captured protein to fluoresce. 
The single-molecule enzyme-linked immunosorbent assay (SIMOA) empowered sci-
entists to detect thousands of single protein molecules simultaneously (17). Although 
SIMOA improved ELISA and was useful for detecting proteins that dropped below the 
level of detection of other assays, it was not easily multiplexed and still failed to solve 
the lingering problem of residual nonspecific binding.

All of these advancements contributed to the rise of immunoassays as critical biomedical tools, 
which are widely adopted in basic research and clinical settings.  High assay background, however, 
remained a challenge for detecting critical biomarkers from complex matrices such as blood due 
to non-specific binding.  Yuling Luo, biochemist and CEO of Alamar Biosciences, wondered if he 
could purify the immune complexes in PLA to reduce the background signal, creating an assay 
platform with the combined advantages of increased sensitivity and high multiplex capability. 
Luo’s team at Alamar Biosciences developed a modified sandwich ELISA with two antibodies 
conjugated to oligonucleotides featuring a poly-A tail and a biotin label, respectively. If present, 
target proteins form immune complexes which are selected through sequential binding to oligodT 
beads followed by streptavidin beads.     

“Through these types of sequential capture and release steps, scientists purify the immune 
complex, away from all the detection antibodies, and away from all the plasma proteins,” said 
Luo. “This is the only technology to solve this background separation problem.” 

This new approach improves protein detection sensitivity by more than 10,000-fold without 
sacrificing specificity or multiplex capability (18).  Luo and his team named the assay nucleic acid 
linked immuno-sandwich assay (NULISA). NULISA is a promising tool for the early diagnosis of 
cancer and Alzheimer’s disease, where biomarkers are present in low abundance in blood. It could 
also be useful for treatment monitoring and tracking dynamic changes in proteins within patients. 

“Virtually every disease changes at the protein level,” said Luo. “I’m hoping that our technology 
will impact early disease detection, particularly cancer, which is dear to my heart.”

milestone
The Quest for Ultra-Sensitive
Protein Detection

Advancements in protein analysis have revolutionized scientists’ understanding of biology and 
allowed for better diagnosis, treatment, and disease monitoring. Despite the tremendous progress 
made over the years, the early detection of diseases like cancer remains elusive. Conventional protein 
analysis techniques have historically been unable to identify analytes at extremely low femtogram 
concentrations from readily accessible sample types such as blood, where early-stage biomarkers often 
exist. Key developments over the last 70 years have culminated in the emergence of new technologies 
for sensitive protein detection with the potential to advance early disease diagnosis.
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Ulf Landegren at Uppsala University merged the power 
of sandwich ELISA with PCR to develop the highly 
sensitive proximity ligation assay. 

SIMOA is based on the ELISA assay and can measure proteins in the 
subfemtomolar range.

Yuling Luo at Alamar Biosciences built on the PLA concept 
to develop the first protein detection method, NULISA, 
which eliminates assay background.

Rosalyn Yalow at the Bronx Veterans Administration 
Hospital in New York received the Nobel Prize in Medicine 
for developing the radioimmunoassay (5). 
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ImmunoPCR combined the advantages of ELISA with the 
signal amplification power of  PCR.

Eva Engvall at Stockholm University was the first to use the alkaline 
phosphatase enzyme to detect IgG in rabbit serum.
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Of the trillions of cells that exist within the human body, less than a third are human. An estimated 70-90 percent of cells on or within humans are  

microbial. This diverse microbial community expresses an estimated 2,000,000 genes, compared to just 23,000 genes from human cells (1). Yet, research 

on the human microbiome has historically centered on identifying diverse microbial communities rather than discerning their gene expression profiles. 

Metatranscriptomics empowers researchers to interrogate the gene expression patterns of microbial populations and gain insights into their vital roles  

in human health and disease. 

WHAT IS METATRANSCRIPTOMICS?The complex assortment of bacteria, fungi, and viruses that occupy the microbiome play significant roles in  

human health and disease.

SPONSORED CONTENT

The microbiome consists of diverse populations of viruses, fungi, and bacteria. These microbes disperse throughout the human body, but tend to populate the skin, mouth, lungs, genitals, and intestines where they play vital roles in tissue homeostasis and disease onset (2). Fungal residents in-teract with immune cells to control gut inflammation (3). Similarly, viruses  — mostly bacteriophages — coexist with bacteria, facilitating horizontal gene transfer and driving bacterial evolution. Non-pathogenic bacteriophages even circulate within human blood, a previ-ously considered sterile environment, 

Scientists have long relied on metagenomics to detect different microbial species 
using ribosomal RNA (rRNA) sequencing and analysis. Despite millions of years of 
gut microbiota coevolution with humans (6), bacterial rRNA has largely remained 
the same, except for nine to ten distinct variable regions in the 16S gene of the 
small ribosomal subunit (7). These variable regions indicate distinct evolutionary 
differences between different bacterial species (7). While bacteria from the same species may produce the same proteins, genetically 
identical bacteria may behave in dramatically different ways (8). In a 2021 study, re-
searchers from the Hebrew University of Jerusalem found that despite the long-held belief 

that bacteria are in constant competition, bacteria cooperatively interact and grow better with 

other bacterial species (9). This suggests a dynamic living ecosystem, highlighting the need to 

not only measure microbial diversity, but also microbial function.
Metatranscriptomics enables researchers to measure microbial function using mRNA se-

quencing. However, parsing mRNA from rRNA is not easy. Unlike human cells, prokaryotes 
such as bacteria do not contain a nucleus. Their DNA and RNA float freely in the 
cytoplasm along with an estimated 55,000 ribosomes (10). Illumina’s Ribo-
ZeroTM Plus Microbiome Depletion Kit provides a convenient pre-packaged ap-
proach to remove rRNA from microbial samples, ensuring high purity mRNA for 
metatranscriptomic sequencing and analysis.

The microbiomes of humans with different diseases vary in microbial com-
position and function. Researchers have also observed differences in the 
microbiomes of humans with the same disease, sparking the idea of not 
only microbiome-based therapeutics but also microbiome-based precision 
medicine. The gut microbiome causes metabolic differences within hosts 
that affect how patients with the same disease respond differently to the 
same treatment (11). 

Once an oral therapeutic enters the gut, microbes digest the drug and release 
metabolites that could enhance its efficacy, inhibit its mechanism of action, or cause 
toxicity to the host. These metabolites seep through the epithelial lining of the intes-
tines and into the blood where they affect the activity and function of other cells and 
tissues in the body. To optimize the ideal microbiome environment and mitigate toxicity, 
scientists use either elimination or supplementation approaches (11).

Elimination approaches rely on antibodies, bacteriophages, CRISPR-Cas mechanisms, 
and enzyme modulators to eradicate bacteria that could potentially interfere with drug 
activity or release toxic metabolites. In contrast, supplemental approaches leverage 
fecal matter transfer, probiotics, and postbiotics to add microbes that release beneficial 
metabolites upon therapeutic digestion (11). Understanding the dynamic roles of different microbes in the microbiome is critical. 
Eliminating microbes that inactivate drug activity may cause gene expression changes 
in ecologically sensitive microbes that allow them to functionally replace the lost spe-
cies and inactivate the therapeutic (12). This highlights the need to constantly assess 
both the diversity and functional profile of microbes within the microbial ecosystem. 

To comprehensively profile the microbiome, researchers leverage mul-
tiomic techniques. Coupling metatranscriptomics with metagenomics provides 
insights into the unique transcriptional profiles of different microbial species. 
(13). In a 2016 study, researchers from the University of Luxembourg used 
both metatranscriptomics and metaproteomics to implicate several microbial 
pathways with human pancreatic enzymes in patients with type 1 diabetes, 
suggesting a role for the microbiome in diabetes pathogenesis (14). Similarly, 
in a 2019 study, researchers from Harvard University combined metatran-
scriptomics and metabolomics to correlate metabolites produced by a specific 
bacterial species with irritable bowel syndrome (15). While different multiomics 
techniques provide unique glimpses into the complexities of the microbiome, 
researchers are just beginning to understand the microbiome’s role in human 
health, disease, and response to treatment.

Learn more. Download this FREE Multiomics Methods Guide: https://ilmnmkt.illumina.com/2016011183 

WHAT IS THE HUMAN MICROBIOME?

HOW DO SCIENTISTS DETECT AND  MEASURE MICROBIAL FUNCTIONS?

HOW CAN RESEARCHERS APPLY METATRANSCRIPTOMIC DATA TO DRUG DISCOVERY?

A MULTILAYERED APPROACH

where they interact with immune cells  to alter the immune landscape (4).  While fungi and viruses are important components of the human microbiome, researchers are only just beginning to investigate their molecular functions in human health and disease. In contrast,  researchers have more frequently ex-plored bacterial microbiome residents. Bacteria predominantly populate the human gut where they secrete bacterio-cins, hydrogen peroxide, lactic acid, and metabolites that other microbes detect through a process called quorum sensing. Similarly, bacteria also produce gamma-aminobutyric acids (GABA), tryptophan metabolites, histamines, polyamines, serpins, lactocepin, vitamins, short chain fatty acids 
(SCFA), long chain fatty acids (LCFA), and outer membrane vesicles 

(OMVs), which can  
affect human epithe-
lial, mesenchyme, 
neuronal, and  
immune cells (5).
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A meeting of minds

The pioneering project

Bridging proteomics and genomics

Expanding applications

As Tanner led mass cytometry innovations, Sean Bendall, now a biochemist at Stanford 
University, was completing his PhD studies at Western University. He had been using 
mass spectrometry to screen proteins from stem cells but was frustrated by the limited 
information at the single cell level. 

“Every screen involved squishing hundreds of thousands of cells and profiling thousands 
of proteins. Then we had to figure out what one protein was doing on one cell,” Bendall 
said. “Making that connection was really difficult. So, I was determined in my postdoctoral 
work to get more experience on sophisticated assays that could analyze individual cells.” 

Bendall set his sights on working with Garry Nolan, an immunologist at Stanford 
University who had pioneered single cell profiling with flow cytometry. “I had been push-
ing the use of flow cytometry for studying signaling networks inside cells, but we were 
limited on the number of parameters,” Nolan said. 

In May 2007, Bendall and Nolan met at the Symposium on Enabling Technologies for 
Proteomics in Toronto. Also in attendance was Tanner, who presented his newly developed 
mass cytometry technology and was on the lookout for potential collaborators. “While I 
was talking to Garry Nolan, Scott Tanner came up to talk to us,” Bendall recalled. 

In this fortuitous meeting, Tanner’s vision of how mass cytometry could potentially 
overcome flow cytometry’s limitations and enhance single cell analysis resonated with 
Nolan and Bendall. This led to the convergence of their interests and expertise. “About 
nine months later, I ended up in Garry’s lab working to merge the mass cytometry technol-
ogy that Scott and his team had created with single cell assays and informatics going on 
in Garry’s lab,” Bendall said

Together, Nolan, Bendall, and Tanner aimed to examine human 
bone marrow, the primary source of immune and blood cells. To cap-
ture a comprehensive view of the diverse cell types, they developed 
a series of metal-tagged antibodies, each targeting a specific cellular 
marker and exhibiting a distinctive mass spectrum. “We worked with 
chemists to make chelating polymers that had multiple abilities so 
every chelator tagged onto an antibody could bind 20, 30, or 40 metal 
ions,” Nolan said. “This probably took us two or three years.” 

Using these metal-tagged antibodies and Tanner’s mass cytometer, 
Nolan and Bendall were able to simultaneously measure 31 cellular 
markers in hundreds of thousands of bone marrow cells. These mark-
ers ranged from cell surface antigens for identifying cell types to cel-
lular epitopes indicative of intracellular signaling states. 

They then used a novel data analysis method called spanning-tree 

progression analysis of density-normalized events (SPADE) to organize 
these bone marrow cells based on their phenotypic similarities and 
transitions during differentiation. The SPADE method allowed them to 
create a tree-like structure that mapped the complex multidimensional 
relationships of various cell types throughout hematopoietic develop-
ment in the bone marrow. 

In 2011, Nolan and Tanner jointly published this study (2). “We 
introduced the mass cytometer to the world and showed what we 
could do with it,” Nolan said. “For the first time, we could take a 
snapshot of the entire immune system.” 

The publication soon sparked widespread enthusiasm about mass 
cytometry among researchers. “Everyone was excited and wanted to 
try it,” Bendall said. “A lot of big medical centers started to invest in 
the technology, and it was like wildfire at Stanford.”

In the 2000s, flow cytometry, the standard method for cell analysis, could 
manage only a handful of measurements at a time. Flow cytometry uses fluo-
rescent tags to label proteins on cells, but the overlapping emission spectra of 
different fluorochromes could disrupt the measurements. While many research-
ers were working on creating new fluorescent reagents, Scott Tanner, a then 
chemist at the University of Toronto, saw the potential of mass spectrometry to 
overcome these limitations. 

Tanner had decades of experience developing inductively coupled plasma mass 
spectrometry (ICP-MS), a method that ionizes samples using high-temperature 
plasma and separates ions based on their mass-to-charge ratio. Having previ-
ously utilized ICP-MS to simultaneously detect numerous elements and isotopes 
in environmental samples like water and oil, Tanner envisioned adapting this 
capability for cell analysis.

Instead of using fluorescent tags, Tanner created antibodies conjugated to 
rare earth metal isotopes such as terbium, holmium, and thulium to label specific 
proteins on cells. These metals have distinct mass spectra, easily differentiable 
from one another, and many were readily available for simultaneously label-
ing multiple proteins.

To analyze labeled cells, Tanner and his team constructed a modified ICP-MS 
instrument. Within this device, cells are first nebulized into individual droplets, each 
containing a single cell. These droplets pass through high-temperature plasma, 
which ionizes the metal tags on the antibodies bound to cells. The ionized metal 
tags then traverse through a time-of-flight chamber, where they travel at differ-
ent velocities based on their mass-to-charge ratio. This separation allows for 
the precise identification and quantification of the metal tags, which reflect the 
abundance of labeled proteins within individual cells. Tanner named this method 
mass cytometry, or cytometry by time-of-flight (CyTOF).

In their pilot mass cytometry study, Tanner’s team concurrently detected 20 
surface antigens in cells from leukemia cell lines and patient samples (1). Rec-
ognizing the technique’s multiplexing potential, Tanner began actively seeking 
collaborations to expand its applications.

Bernd Bodenmiller, currently a cancer biologist at the University of Zürich, joined Nolan’s laboratory for his postdoctoral train-
ing in 2009. Like Bendall, Bodenmiller had the unique opportunity to be among the first to work with mass cytometry. During 
his time there, he developed a sample multiplexing method to analyze the signaling network states of human peripheral blood 
mononuclear cells (3), which significantly enhanced mass cytometry throughput.

In 2012, Bodenmiller became an assistant professor at the University of Zürich, where he focused on investigating tumor 
ecosystems using mass cytometry. However, the technique primarily analyzed cells in suspension, missing the spatial information 
crucial for understanding cell-cell interactions within tissue or tumor microenvironments. To bridge this gap, he collaborated with 
his colleague, chemist Detlef Günther, to integrate imaging with mass cytometry.

To preserve the spatial information, they stained tissue sections, instead of suspended cells, with metal-tagged antibodies for 
mass cytometry and fluorescently labeled antibodies for immunofluorescence microscopy. They first examined the tissue section 
under a standard fluorescence microscope to visualize and identify regions of interest. Then, they used a laser ablation system, 
where a pulsed laser beam vaporized the tissue sample pixel by pixel. This process led to the ionization of the metal tags, which 
were then introduced into the mass cytometer for analysis. 

“He was pulsing laser clouds of the tissue and using the mass cytometer as the sensor,” Nolan explained. By plotting the 
metal ion signals using their coordinates, Bodenmiller and Günther were able to reconstruct the spatial distribution of the target 
proteins. Aligning this data with immunofluorescence microscopy images enabled them to generate spatially resolved maps of 
protein expression across tissues. In 2014, Bodenmiller and Günther published this innovative method, demonstrating the imaging 
of 32 proteins at subcellular resolution in breast cancer samples (4).

Following the development of imaging mass cytometry, Boden-
miller continued to explore the technique’s potential and versatil-
ity. He recognized that a comprehensive understanding of cellular 
functions and interactions in tissues would require both genetic 
and proteomic information. At the time, there were no available 
approaches that could simultaneously measure mRNA and proteins 
in a spatially resolved manner.

Bodenmiller and his team turned to the widely used RNAscope 
technique for inspiration. The RNAscope technique, known for its 
high specificity and sensitivity, involves the in situ hybridization of 
specialized fluorescent-labeled oligonucleotide probes to target 
mRNA sequences in tissues (5). 

To make the RNAscope technique compatible with imaging 
mass cytometry, Bodenmiller conjugated the oligonucleotide 

probes with metal-chelated polymer reporters, which enabled 
mRNA detection by mass cytometry. An additional staining step 
using metal-tagged antibodies allowed for the co-detection of 
mRNA and proteins on the same tissue image. 

In 2018, Bodenmiller’s team applied this integrated method to 
measure and visualize three mRNA transcripts and 16 protein mark-
ers simultaneously in breast cancer tissue samples. The findings of 
the study highlighted mRNA-to-protein correlations of key cancer-
associated genes such as human epidermal growth factor receptor 2 
(6). The team further expanded the method’s multiplexing capability 
by 2022, achieving the measurement of 12 mRNAs and 39 proteins 
in a single experiment (7).

Since the commercialization of imaging mass cytometry in 2017 by Standard BioTools, researchers have rapidly adopted this technology to approach 
previously challenging questions. One promising application of this technology is correlating imaging mass cytometry data with clinical information 
to predict how patients respond to treatment. In 2021, David Rimm, a pathologist at Yale University, and his group applied imaging mass cytometry to 
characterize the immune-related protein expression patterns of patients with melanoma undergoing immune checkpoint blockade therapy (8). They 
identified potential biomarkers that could serve as predictive indicators of patient survival, offering new avenues for precision cancer treatment strategies. 

“Imaging mass cytometry shines in areas where tissues are difficult to measure with light-based microscopy. This includes highly pigmented tissues 
and tissues with cholesterol like the brain,” Bendall said. In 2023, a team led by Logan Walsh at McGill University utilized imaging mass cytometry to 
analyze 1.1 million cells across more than 200 brain tumors from patients (9). This analysis enabled the profiling of the cellular composition and spatial 
organization of the tumor microenvironment, revealing significant differences in immune landscapes between primary tumors and brain metastases 
originating from various solid cancers.

From its inception as the original CyTOF method, “the technology has taken on a life of its own,” said Bendall. Today, imaging mass cytometry is 
deeply integrated with a wide range of research areas, from immunology and stem cell research to cancer biology and neuroscience, demonstrating 
its versatility and potential to drive advancements across scientific fields.

milestone

THE DEVELOPMENT OF

Imaging mass cytometry is a harmonious convergence of several distinct technologies. 
It merges mass spectrometry’s high throughput protein detection with flow cytometry’s 
cellular analysis precision and microscopy’s detailed tissue imaging. This creates 
a transformative tool for single cell proteomic analysis, made possible through 
interdisciplinary collaboration and innovation.

BY YUNING WANG, PHD
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Scott Tanner and his team developed mass cytometry, also known as 
CyTOF, employing metal-tagged antibodies to label and identify proteins 
on individual cells. In 2009, the first commercial CyTOF instrument by 
DVS Sciences started operating in Tanner’s laboratory.

Garry Nolan (top) and Sean Bendall 
(bottom) led the way in applying mass 
cytometry to profile cells in the human 
hematopoietic system.

In the fall of 2009, Sean Bendall (left) unboxed the first mass cytometer 
at Stanford University with Dmitry Bandura (right), a research associate 
in Tanner’s team and co-inventor of mass cytometry.

Bernd Bodenmiller incorporated laser ablation into mass cytometry to enable spatially resolved 
analysis of tissue samples, leading to the development of imaging mass cytometry.

Using imaging mass cytometry, researchers unravel the spatial and 
molecular complexity of tissues and their microenvironments, 
uncovering insights into issue heterogeneity, biomarker discovery, 
and treatment response.

Bodenmiller developed an imaging mass cytometry method to measure and 
visualize mRNA and protein simultaneously in tissue samples.

SUPPORTED BY
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2025 Editorial Calendar
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Explainer Articles

Sponsors Receive:

• Logo on infographic  
and landing page

• 100 or 200  
gauranteed leads

Sponsors Receive:

• Logo on Article
• 100 or 200  

gauranteed leads

Sponsors Receive:

• Logo on Article
• 100 or 200  

gauranteed leads

Infographics Science Milestone 
Articles

Sponsors Receive:

• 15 minute speaker spot
• Provide 2 pieces of 

educational content  
for registrants

• Logo on landing page
• All Registrant and  

Attendee Info
• List of all questions

Listen-In Tech Talks

Versatile and cost-effective 
tools that are visually pleasing  
that will enhance your 
brand’s visibility and drive 
engagement�

Each article breaks down 
complex topics into 
manageable parts, offering 
thorough answers from 
scientists� Custom graphics 
enhance understanding of even 
the most intricate subjects�

Detail the fascinating 
key events leading up to 
fundamental advances in life 
science research�

Authentic live Q&A discussions 
with a scientific leader, where 
we ask them about their 
latest discoveries and the big 
unanswered questions facing 
their field�

January February March April May June

Infographic Gene therapy Cancer Microscopy/
Imaging

Explainer 
Article Biomarkers Antibodies in

drug discovery

Milestone 
Article Biologics

Listen-In  
Webinar  

and 
Webinars

Proteomics Listen-In: 
Drug Discovery Immunology Cancer

Symposia:
Developments in  
drug discovery

Stem cells/
cell therapy

Technology 
Guides

and 
eBooks

Vaccine development Organoids/3D cell 
culture Spatial biology Cell & Gene therapy

Here's What  
We Know AI/macine learning Precision medicine

Tell Us What  
You Know CRISPR PFAS PROTAC Mass spectrometry Sustainability



 2025 MEDIA KIT | DRUGDISCOVERYNEWS�COM   |  17 

Webinars

Sponsors Receive:

• Mention or special thanks
• Share 2 pieces of  

content for registrants
• Logo on landing page
• All Registrant and  

Attendee Info
• List of Questions

eBooks Here's What We  
Know Articles

Tell Us What You  
Know Videos

Sponsors Receive:

• Full page ad
• Logo on front cover and 

landing page
• 100 or 200  

gauranteed leads

Sponsors Receive:

• Full page ad
• Logo on front cover  

and landing page
• 100 or 200  

gauranteed leads

Sponsors Receive:

• In Article Advert
• 50 guaranteed leads

Sponsors Receive:

• Choice of 10,000 or 
15,000 guaranteed views

• Video featured on site  
(1 month)

• Newsletter promotion

Technology Guides

Our editorial team curates 
trending topics that match our 
audience’s interests, ensuring 
our webinar lineup stays at the 
forefront of the latest research�

Provide the information 
scientists need to get started 
with new instruments,methods, 
and services� A great 
opportunity to showcase your 
product or solution�

DDN’s eBooks offer readers 
premium content featuring 
exclusive material, created in-
house and are designed to make 
scientific information more 
accessible, interactive, and 
manageable for researchers�

We collaborate with scientists 
and medical experts to provide 
a comprehensive understanding 
of what current research 
reveals about a specific topic or 
condition�

In an alternative to Here’s What 
We Know Articles, we invite you 
to – Tell Us What You Know! 
Share in a short video interview 
what your experts know about 
a research area or human 
condition and how your company 
is working on solutions� A great 
opportunity to discuss your 
products and innovations!

July August September October November December

Infographic Immunology Transcriptomics/
genomics

Regenerative 
medicine

Explainer 
Article Immuno-oncology

Milestone 
Article Biomarkers/diagnostics Disease/animal models

Listen-In  
Webinar  

and 
Webinars

Mass 
spectometry Multiomics Listen in: 

3D cell culture
Symposia:

drug discovery in cancer PCR/NGS Gene editing

Technology 
Guides

and 
eBooks

High throughput  
screening in  

drug discovery

Flow cytometry

Sustainability

Here's What  
We Know Genomics/sequencing CRISPR

Tell Us What  
You Know Spatial biology Organoids Cell to cell in cancer



Sponsorship Opportunities

Our science symposia are online events that really draw a crowd.

This year, we are offering seminars on Developments in Drug Discovery and Drug Discovery in Cancer� 
These events present a broader view of the latest advances in a scientific field�

DDN's online events offer a proven, effective alternative to in-person gatherings, allowing sponsors to connect  
with industry decision-makers globally� 

Sponsors benefit from qualified leads and comprehensive analytical reports, making these online events a  
hassle-free campaign option�

• Standard Sponsorship +

• 20 minute talk in presentation

• Receive MP4 file of your talk

• Standard Sponsorship +

• 45 minute talk within agenda

• Host up to 5 content pieces in 

the event resources area

• Your logo on all promotional 

material and registration

• Host up to 3 content pieces  

in the event resources area

• Receive all registrant  

and attendee info

Executive 
Sponsorship 

Premium  
Sponsorship 

Standard 
Sponsorship
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Title Description Month

Developments in Drug Discovery This symposia will provide a broad overview of the  
key developments driving progress in drug discovery� May

Drug Discovery in Cancer From bench to bedside:  
emerging approaches in cancer drug discovery October



Sponsorship is easy!

Provide your company's logo, and we'll handle the rest�  
This is a simple way to generate a high volume of high-
quality leads with our proven webinar process.

January Proteomics July Mass Spec

February Drug Discovery August Multiomics

March Immunology September 3D Cell Culture

April Cancer October
Symposia:  
Developments in 
Cancer

May
Symposia:  
Developments in 
Drug Discovery

November PCR/NGS

June Stem Cells/ 
Cell Therapy December Gene Editing

Webinar Sponsorship Includes:

• Registration list and attendee list

• Logo on all webinar promotion

• Option to host your content for  
attendees, complete with full tracking

Our 2025 multisponsored webinars  
focus on the following topics:
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375 100
Registrations Live attendees

"Great presentation!".
- Senior Director, Global Alliances at Bristol-Meyers Squibb



Infographics

Gene therapy

Nonviral gene therapy 

This infographic will highlight several nonviral vector approaches to deliver gene therapy along with their current challenges/limitations� 

Keywords: gene therapy, AAVs, viral vectors, nonviral vectors, gene editing, lipid nanoparticles, immunogenicity

Webinars

Proteomics

Advancing precision medicine through proteomics

In this webinar, we will explore the latest advancements in proteomics research, discussing its applications in drug discovery, biomarker development, and 
patient stratification� We will also discuss the challenges and opportunities presented by proteomics in the era of precision medicine�

Keywords: Proteomics, precision medicine, drug discovery, biomarkers, patient stratification, mass spectrometry, protein analysis, protein profiling, protein 
interactions, protein networks

Technology 
Guides

Vaccine development (with an eye toward novelty and immunology)

Self-amplifying mRNA vaccines

Researchers are now developing self-amplifying mRNA vaccines for both infectious diseases and cancer�

Keywords: mRNA, self-amplifying mRNA, RNA, cancer, infectious disease, antibody response, drug delivery, vaccine

Webinars

Listen in: Drug discovery

New drugs on the nanoscale

In this Listen In webinar, an expert will discuss nanoscale innovations, including everything from microscopic controlled-release devices to spherical 
nucleic acids� 

Keywords: bioengineering, nanomedicine, drug discovery, drug development, devices, drug delivery, drug formulation, controlled release, biologics

Multi-
sponsored 
eBook

Organoids/3D cell culture

Beyond the petri dish: harnessing 3D cell culture for precision drug development 

This ebook will explore how advanced organoid technology is changing precision drug development, offering more accurate and human-relevant models for 
testing therapeutic candidates�

Keywords: 3D cell culture, orgnaoids, drug discovery, precision medicine, nonclinical stuides

Here's what 
we know

AI/machine learning

Here's what we know about AI vs. machine learning vs. deep learning for drug discovery

This article will explore the differences between AI, machine learning, and deep learning and their potential uses in drug discovery�

Keywords: AI, machine learning, deep learning, drug discovery, structural biology, generative AI

Tell us what 
you know CRISPR

January

February

2025 CSD Content Calendar
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Print Metabolic Disease, Women’s health, Cancer, Microbiology

Infographics

Cancer

Autophagy in cancer: friend or foe? 

This poster will explore the dual nature of autophagy in cancer biology, highlighting the challenges and potential strategies for targeting this process in thera-
peutic interventions�

Keywords: autophagy, cancer, tumor suppression, tumor promotion, cellular recycling, cancer therapy, cell survival, chemoresistance, nutrient deprivation, cell 
stress response, oncogenesis, therapeutic targets, cancer progression, cell metabolism

Explainers

Biomarkers

How can biomarkers improve drug discovery and development? 

This explainer article will explore how best to identify, validate, and leverage biomarkers for more streamlined and predictive drug discovery�

Keywords: biomarkers, drug discovery, biomarker identification, biomaker validation, precieion medicine, drug development

Webinars

Immunology

From target to therapy: using immunology for drug discovery

In this webinar, experts will discuss different approaches for detecting immune mediators and innovative strategies for turning these targets  
into functional therapies�

Keywords: immunology, drug discovery, immunotherapy, immunomodulation, immune checkpoints, precision medicine 

Tell us what 
you know PFAS

Infographics

Microscopy/Imaging

Imaging neural activity

This poster delves into the cutting-edge methods that enable neuroscientists to visualize the brain in real time for a better understanding of neurological and 
psychiatric disorders� 

Keywords: neuroscience, neural imaging, calcium imaging, two-photon microscopy, neural circuits, brain activity, in vivo imaging, microscopy, imaging,  
fluorescence microscopy, in vivo microscopy

Webinars

Cancer

Sickly sweet: the role of sialoglycans in dampening the immune response to tumors 

To evade killing by the immune system, tumors often cover themselves in sialoglycan molecules involved in this immune suppression� This webinar explores 
the different ways researchers are fighting back against sickly sweet tumors�

Keywords: sugar, tumor, sialidase, glycan, sialoglycans, immune suppression, cancer resistance, cancer, checkpoint inhibitors, T cells, immunology

Technology 
Guides

Spatial biology

A practical guide to spatial biology techniques 

This guide empowers researchers to navigate the various techniques used in spatial biology, from sample preparation and imaging to data analysis 
and interpretation�

Keywords: Spatial biology, single-cell analysis, tissue analysis, spatial transcriptomics, spatial proteomics, spatial metabolomics, image analysis, bioinformat-
ics, computational biology, machine learning, deep learning, artificial intelligence

Tell us what 
you know PROTAC

April

March
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Webinars

Symposia: Developments in drug discovery

This symposia will provide a broad overview of the key developments driving progress in drug discovery� We will cover topics like the role of AI and machine 
learning in accelerating drug development, the potential of genomics to identify new therapeutic targets, exploring the benefits and challenges of drug repur-
posing, and addressing the ongoing challenges faced by the pharmaceutical industry, including clinical trial design, regulatory hurdles,and the increasing costs 
of drug development�

Keywords: drug discovery, pharmaceutical industry, ai in drug discovery, genomics, drug repurposing, therapeutic approaches, emerging technologies, chal-
lenges in drug development, clinical trials, regulatory affairs

Multi
sponsored 
eBooks

Cell & Gene therapy

Overcoming roadblocks in cell therapy

This ebook will explore the latest approaches and advancements in addressing roadblocks to cell therapy, such as toxicities, restricted infiltration into and  
activation within tumors, suboptimal persistence, antigen escape and heterogeneity, and manufacturing issues� 

Keywords: cell therapy, CAR T cell therapy, cancer, cancer treatment

Here's what 
we know

Precision medicine

Here's what we know about the role of genetic variability in precision medicine

This Here's What We Know article will explore how scientists are integrating genetic information into drug design for more precise and effective therapies� 

Keywords: genetics, genome research, genetic variability, sequencing, precision medicine, pharamcogenomics, genetic markers, genetic progiling

Tell us what 
you know Mass spectrometry

Print Antibody Drugs, Mass Spec, Ophthalmology, Gene Editing

Explainers

Antibodies in drug discovery

What is the clinical significance of antibody-based therapeutics in modern medicine? 

This article explores the diverse applications of antibodies in drug discovery, from target identification and validation to therapeutic development and 
clinical trials�

Keywords: Antibodies, drug discovery, therapeutic innovation, target identification, clinical trials, monoclonal antibodies, polyclonal antibodies, immuno-
therapy, targeted therapies, antibody engineering

Milestones

Biologics

The history of anti-VEGF therapies

Originally used to treat tumors, anti-VEGF therapies have significantly impacted the treatment of ophthalmologic conditions�

Keywords: eye disease, ophthalmology, monoclonal antibodies, biologics, anti-VEGF, angiogenesis, blood vessel, cancer, diabetes, vision loss

Webinars

Stem cells/cell therapy

Nanotechnology shaping stem cell therapy

The webinar will explore how nanotechnology is shaping stem cell therapies and research in areas such as stem cell isolation, lineage determination, differen-
tiation, imaging, active tracking, regenerative medicine, and tissue engineering�

Keywords: stem cell nanotechnology, stem cell, nanotechnology, nanoparticles, nanobots, liposomes, nanosystems, tissue engineering, regenerative medicine

Tell us what 
you know Sustainability

May

June
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Infographics

Immunology

Exploring unconventional T cells

This poster will explore the different types of unconventional T cells and their roles in immune responses and disease mechanisms� 

Keywords: unconventional T cells, gamma delta T cells, natural killer T cells, mucosal-associated invariant T cells, CD1-restricted T cells, MR1-restricted t 
cells, innate-like T cells, adaptive immunity, innate immunity, T cells, autoimmune diseases, cancer immunity, infectious diseases, immune responses

Webinars

Mass spectrometry 

Applying mass spectrometry in pharmaceutical analysis

In this webinar, experts will discuss new mass spectrometry techniques and how they can be used for pharmacokinetic and pharmacodynamic analyses to 
improve drug development�

Keywords: mass spectometry, ADME, drug discovery, metabolite profiling, drug safetry, drug effecacy

Tell us what 
you know Spatial biology

Webinars

Multiomics

AI and machine learning in multiomics analysis

This webinar will explore the latest development in AI and machine learning methods for multiomics analysis and the discoveries they enable�

Keywords: artificial intelligence, machine learning, AI, data analysis, multiomics, computational biology

Multi
sponsored 
eBooks

High throughput screening

High-throughput screening in modern drug discovery 

The ebook will cover key high-throughput screening technologies, strategies for optimizing screening workflows, and case studies showcasing successful 
applications� It will also highlight emerging trends and future directions, providing a comprehensive guide for researchers and industry professionals� 

Keywords: high-throughput screening, drug discovery, candidate screening, hit identification

Here's what 
we know

Genomics/sequencing

Here’s what we know about the dark genome 

In this Here’s What We Know article, we will talk with experts about their favorite techniques to explore this uncharted area of the genome� 

Keywords: genomics, sequencing, next generation sequencing, drug discovery

July

August
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Print Cell Therapy, Spatial Biology, Drug Formulation, Diagnostics

Explainers

Immuno-oncology

Why does immunotherapy work better for some cancers than others? 

This explainer will highlight important differences in tumor types and dive into the latest research investigating ways to improve the effects of immunotherapy 
for cold tumors�

Keywords: immunotherapy, immuno-oncology, cancer, cancer treatment, hot tumor, cold tumor, immune responses

Milestones

Biomarkers/diagnostics

The discovery and clinical application of prostate-specific antigen 

The milestone article will trace the controversial discovery of prostate-specific antigen (PSA) and the subsequent purification, characterization, and clinical use 
of PSA as a biomarker blood test for prostate cancer�

Keywords: prostate-specific antigen, PSA, prostate cancer, biomarker, cancer screening, cancer diagnostics, cancer early detection, cancer diagnosis, urology, 
blood test

Webinars

Listen in: 3D cell culture

Advancing drug discovery with 3D cell culture: trends, challenges, and opportunities

During this Listen In webinar, we will talk with a drug discovery expert about emerging trends in 3D cell culture, the challenges of implementing 3D systems, 
and the opportunities these models present for accelerating drug development�

Keywords: 3D cell culture, drug discovery, predictive models, cell culture

Tell us what 
you know Organoids

Infographics

Transcriptomics/genomics

Programming biology

Using AI and machine learning, researchers are building predictive models for how a change in the DNA will affect its corresponding RNA and/or protein�  
This infographic will explore the different ways researchers are attempting to program biology�

Keywords: AI, machine learning, genomics, transcriptomics, proteomics, synthetic biology, cellular networks, RNA, DNA, protein

Webinars

Symposia: Drug discovery in cancer

From bench to bedside: emerging approaches in cancer drug discovery 

In this symposium, experts will discuss insights into cutting-edge techniques, from novel drug targets to advanced screening methods, and reveal their secrets 
for moving from translational research to application�

Keywords: cancer, drug targets, precision medicine, translational science

Tell us what 
you know Cell to cell in cancer

September

October
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Webinars

PCR/NGS

From gene to drug: leveraging PCR and NGS in drug development

This webinar will explore how advanced NGS and PCR techniques enhance drug discovery processes, from identifying novel drug targets to understanding 
genetic therapy responses�

Keywords: genomics, genetics, next generation seqeucning, genetic variation, precision medicine, drug discovery

Technology 
Guides

Flow cytometry

This ebook will explore the role of flow cytometry in drug discovery, highlighting its significance in identifying drug targets, assessing therapeutic efficacy, and 
monitoring cellular responses�

Keywords: flow cytometry, drug discovery, fourescence, drug targets, cellular analysis

Multi
sponsored 
eBooks

Sustainability 

A guide to sustainable life science practices in the lab

This ebook will highlight actionable strategies for reducing waste, conserving energy, and minimizing the use of hazardous chemicals, while maintaining 
scientific rigor and efficiency� It will focus on specific techniques and methodologies that can be modified to reduce environmental footprint, such as optimizing 
reagent usage, improving waste disposal, and utilizing energy-efficient equipment�

Keywords: sustainability, life sciences, laboratory practices, waste reduction, energy conservation, chemical management, green chemistry, environ-
mental impact

Print Neuroscience, AI, Immunology, Disease Models

Infographics

Regenerative medicine

Tissue engineering for drug discovery 

This infographic will highlight how to create tissue models, their applications in drug efficacy and toxicity testing, and their potential for improving precision 
drug discovery�

Keywords: tissue engineering, regenerative medicine, 3D cell models, organoids, organ-on-a-chip, cell culture, ADME, pharmacokinetics, drug discovery,  
precision medicine

Milestones

Disease/animal models

3D bioprinting disease models

This Science Milestone will explore the origins of 3D bioprinting and where scientists hope to take it in the future�

Keywords: bioprinting, 3D bioprinting, stem cells, disease models, organoids, toxicology, safety testing, drug development, drug discovery

Webinars

Gene Editing

Is gene editing forever? 

How long-lasting is gene editing really, based on the actual evidence accrued so far? This webinar will explore a variety of gene therapies that aim to be a 
permanent solution to disease�

Keywords: gene therapy, gene editing, longevity, side effects, disease, AAV, drug delivery 

Here's what 
we know

CRISPR

Here's what we know about mitigating CRISPR's off-target effects 

In this Here's What We Know article, we will explore how researchers are improving the precision of CRISPR technology by refining guide RNA design, en-
hancing Cas protein specificity, and employing advanced detection methods to identify and address off-target modifications�

Keywords: CRISPR, CAS9, RNA, gene editing, guide RNA, gene targeting

December

November
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Our website holds a number 
of high impact banners and 
traditional positions, where 
you can attract the attention 
of our broad audience�

Leaderboard (ROS) 

Middle Banner (ROS) 

Boombox A 

Boombox B 

Boombox C 

Bottom Banner (ROS) 

Anchor Banner (ROS) 

(High impact banner)

Leaderboard (ROS) 
970x90, 728x90,
320x50 mobile

(High impact banner)

Anchor Banner (ROS)
1000x60 &
320x50 mobile

Let us 
customize  
your banner  

for you!

Each banner  
runs the  

Middle Banner (ROS)
728x90 &  
320x50 mobile

Boombox A (ROS)
300x250

Boombox B (ROS)
300x250

Boombox C (ROS)
300x250

Bottom Banner (ROS) 
728x90 &  
320x50 mobile

entire month

 2025 MEDIA KIT | DRUGDISCOVERYNEWS�COM   |  26 



“What I really like about DDN’s  
newsletter is that there is such a wide  
range of fascinating and astonishing  

topics that are covered.”
- Researcher, CDC

4.1 million+
newsletters received by subscribers

in less than 12 months
31% growth

engaged subscribers  
every Monday�

For broader awareness, 
sponsor one of our weekly  

Science Spotlight 
newsletters, which reach

66,000+
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Our DDN Dose targeted newsletter series brings 
the stories behind the latest exciting scientific 
advances directly to readers who have specifically 
expressed interest in that topic� We include news, 
stories, features, podcasts, infographics, profiles, 
and more� We will also highlight a piece of your 
content in the newsletter and send readers directly 
back to your web page� 

1. Choose a topic.

2. Choose a month.

3. Send us one banner ad. 

4. Send us a link to a piece of educational content on your 

website that you would like to share with our readers. Our 

custom content team will create a title and teaser text to 

entice our readers to click through to your content.

• Cancer
• Cell Biology
• Cell Therapy
• Diagnostics
• Disease Models
• Drug Development
• Gene Therapy
• Genetics
• Genomics

• Immunology
• Immunotherapy
• Infectious Disease
• Metabolic Disease
• Microbiology
• Neuroscience
• Stem Cells
• Tools and Techniques
• Vaccines

“I’ve been a huge fan of your newsletter 
since I discovered it back in 2018!  

Please keep sending it my way;  
it’s always a highlight of my day!”

- Lab Manager, Texas Tech University
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Opportunities for Lead Generation

Position your ad within the pages of our inspiring 100% original editorial content. 

For each print issue, we offer an opportunity to provide added value through a limited 
number of Print Ad Experience Studies to determine a print ad’s attention-getting ability, 
believability, and information value� 

If you provide a qualifying question for this Print Ad Experience Study, our readers will 
be able to request direct contact from your company�

“Your publication is one of those that I look  
forward to receiving, and usually bring with me on  
the plane where I can enjoy readying through it.” 

- CEO, Epredia

35,000
Print subscribers

20,000
Digital/International
Edition Circulation

15,000
Print Edition  
Circulation

Receive an  
average of

PER STUDY
42 leads



MONTH Print Section Events & Bonus Distribution Ad Close Material Due

March
Metabolic Disease,  
Women's Health  

Cancer, Microbiology

BIO Eu: March 17-19 
AACR: April 25-30
PEGS: May 12-16

1/20/2025 1/27/2025

June
Antibody Drugs,  

Mass Spec  
Ophthalmology, Gene Editing

ASMS: June 1-5
ASM: June 19-23

4/18/2025 4/25/2025

September
Cell Therapy,  

Spatial Biology,  
Drug Formulation, Diagnostics

SFN: November 15-19
ASHG: October 14-18
ELRIG: October 21-23

7/21/2025 7/28/2025

December
Neuroscience,  

AI, Immunology,  
Disease Models

SLAS: February 7-11 2026 10/20/2025 10/27/2025

SEPTEMBER 2022  :  VOLUME 18 :  ISSUE 9 |   PUBLISHED SINCE 2005

Missing  

Mutations Solve a 

Genetic Mystery

Explained:  
How do cells 
Metastasize

Leveraging  

Banked DNA to 

Understand Disease

OCTOBER 2021  :  VOLUME 17 :  ISSUE 10  |  PUBLISHED SINCE 2005

 Resistance: Antimicrobial

Innovative treatments, improved surveillance, and 

greater public health education will help combat  

the growing threat of antibiotic resistance.

CRISPR-based  

therapies for  

Muscular Dystrophy

Live and Let Die

Bacteria on the  

Autism Brain

The Silent Pandemic
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Full Page Print Spread

1/2 Page Horizontal 1/2 Page Vertical

Full Page

Trim - 8�5" w x 10�5"h 
with Bleed - 8�75”w x 10�75”h

Print Spread

Trim - 17" w x 10�5"h 
with Bleed - 17�25”w x 10�75”h

1/2 Page Horizontal

Trim - 8�5"w x 5�125"h 
with Bleed - 10�75”h x 8�75”w 

1/2 Page Vertical

Trim - 10�5"h x 8�5" w 
with Bleed - 10�75”h x 8�75”w
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Advertising Inquiries

KEY ACCOUNTS, EMEA, ASIAPAC
Dana Sizing 
SALES DIRECTOR 
315-956-0231 
dsizing@drugdiscoverynews�com

Kelly Giles 
GLOBAL SALES DIRECTOR,  
THE SCIENCE TECHNOLOGY GROUP 
+44 1787 314951 
kgiles@labxmediagroup�com

NORTHWEST, MIDWEST, SOUTHWEST,  
WESTERN CANADA
Ryan King 
ACCOUNT EXECUTIVE 
773-414-9292 
king@drugdiscoverynews�com

NORTHEAST, SOUTHEAST, MIDATLANTIC,  
EASTERN CANADA,
Anna Smith 
ACCOUNT EXECUTIVE 
631-626-7404 
asmith@drugdiscoverynews�com

Advertising Specifications

Alex Comrie 
BUSINESS DEVELOPMENT LEAD 
647-867-5942 
acomrie@drugdiscoverynews�com

Custom Content Inquiries

Tiffany Garbutt, PhD 
SENIOR SCIENCE EDITOR, CUSTOM CONTENT 
919-903-5730 
garbutt@drugdiscoverynews�com

Editorial Inquiries

Stephanie DeMarco, PhD 
MANAGING EDITOR, TEAM LEAD 
818-940-1472 
sdemarco@drugdiscoverynews�com




